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Our	Approach:	Native-Omics

• Direct	detection	of	novel	endogenous	
protein	complexes

• Identification	of	interacting	protein/lipid
/chemical	modulators

• Drug	screening	against	native	complexes

• Spatiotemporal	evolution	upon	progression	of	cellular	cycle

Top	down	deconstruction	of	membrane	complexes
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Mechanism	of	Lipid	dependent	oligomerisation:	Lipids	as	“molecular	glues”
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Nature Rev. Mol Cell Biol. 2014; 5: 1410

• RTK:	Kinase	signaling

e	Life,	2016;	5:	e14107

• BAK/BAX:	Cell	death

Why	we	care:	Dynamic	Membrane	Protein	Oligomerization
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• Synaptic	signaling
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• Activators	– Cancer
• Suppressors- Neurodegeneration	


